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Suppl. Fig. S1 — Betweenness and closeness centrality of residues for free (black) and bound (red) states. Shortest communication paths 
connecting G20 and G97 residues and their node degene
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Betweenness and closeness centrality of residues for free (black) and bound (red) states. Shortest communication paths 
connecting G20 and G97 residues and their node degeneracy graph for free and bound state 
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Betweenness and closeness centrality of residues for free (black) and bound (red) states. Shortest communication paths 


