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Fig. S1 — Structures of ligands 
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Fig. S2 — 2D images of Interactions between natural ligands and Target enzyme (3lhj) (A) Caffeine; (B) Capsaicin; (C) Catechin; 

(D) Curcumin; (E) DMF; (F) Embelin; (G) Epicatechin; (H) Gossypol; (I) Hypericin; (J) Luteolin; (K) MEF; and (L) Quercetin (Contd.) 
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